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BIOSKETCH 
Dr. Waters is currently an Associate Division Director in the Computational Sciences and Mathematics 
Division at the Pacific Northwest National Laboratory (PNNL). Her research interests are focused on the 
reconstruction of cell response networks from integrated gene and protein expression data to enable 
predictive mechanistic modeling of disease and toxicity pathways. Her current programs include pathway-
based biomarker discovery for environmental exposure to toxicants, toxicogenomic analysis of PAH 
mixtures bioactivity, and host-pathogen interactions during pandemic respiratory infections.   

 
EDUCATION 

1988 – 1992 A.B., Ripon College, Ripon, WI 
  Major: Chemistry, Minor: Biology 

1992 – 1996 Ph.D., University of Wisconsin, Madison, WI 
  Major: Biochemistry 

1997 – 1999 Postdoctoral fellowship in Biochemistry & Molecular Biology 
  Mayo Clinic, Rochester, MN 

1999 – 2001 Postdoctoral fellowship in Molecular Toxicology 
  Chemical Industry Institute of Toxicology 
 

PROFESSIONAL EXPERIENCE 
07/2010 – Present Technical Group Manager/Associate Division Director, Computational Sciences & 

Mathematics Division, Pacific Northwest National Laboratory, Richland WA. 
• Responsible for day-to-day management and performance evaluation of Computational 

Biology & Bioinformatics staff 
• Responsible for developing research investment priorities and hiring strategies for 

Computational Biology & Bioinformatics 
• Facilitate integration of computational biology into Biological Sciences research, 

including BER Genome Sciences Program, Radiation biology and Systems Toxicology 
programs. 

 
01/2013 – Present Adjunct Faculty, Department of Environmental and Molecular Toxicology, Oregon 

State University, Corvallis, OR. 
• Support training activities for Graduate program, mentor graduate students and serve 

on thesis committees, supervise experiential learning externships for student at PNNL, 
and advise OSU to develop a new Masters program in Risk Assessment. 

 
08/2004 – present Senior Research Scientist, Computational Biology and Bioinformatics Group, Pacific 

Northwest National Laboratory, Richland WA. (Promoted to Senior Staff Scientist in 2010) 
• Develop bioinformatics methods and software to support integration of microarray and 

proteomics data for systems biology research programs 
• Identify biosignatures of nanomaterial toxicity in alveolar epithelial cells and 

macrophages using integrated microarray and proteomic data 



 

• Develop computational methods for predictive modeling of cell stress response using 
modular/pathway-based approaches 

• Apply computational methods to investigate host response to respiratory viral infection 
for influenza and SARS viruses 

 
09/2001 – 08/2004 Senior Research Biochemist – Molecular & Investigative Toxicology, Merck Research 

Labs – West Point, PA. 
• Developed experimental methods to determine toxicity modes of action for 

pharmaceutical compounds in safety assessment 
• Used microarray technology/data to determine toxicity modes of action for 

pharmaceutical compounds in development and post-market 
• Used microarray data to identify biomarkers for tissue-specific toxicity 

 
03/1999 – 09/2001 Postdoctoral Fellowship, Chemical Industry Institute of Toxicology (CIIT Centers for 

Health Research) – Research Triangle Park, NC. 
• Post-doctoral advisor: Kevin Gaido 
• Research focus:  Reproductive toxicity of methoxychlor pesticide through estrogen 

receptors and androgen receptor using microarray technology. 

01/1997 – 03/1999 NRSA Postdoctoral Fellowship, Mayo Graduate School of Medicine, Rochester, MN. 
• Post-doctoral advisor: Thomas C. Spelsberg 
• Research focus:  Regulation of osteoblast differentiation through estrogen receptors.  

08/1992 – 12/1996 Graduate Fellowship in the Department of Biochemistry, University of WI, Madison. 
• Graduate advisor: James Ntambi 
• Research focus:  Hormonal and dietary regulation of stearoyl-CoA desaturase genes in 

mouse liver and adipose tissue. 
 

HONORS AND AWARDS 

Best Presentation in Mixtures, Awarded by the SOT Mixtures Specialty Section, March 2012 
Outstanding Poster Travel Award, Gordon Conference on Toxicogenomics, June 2007 
Outstanding Performance Award, Pacific Northwest National Laboratory, 2006, 2008 
Plenary Poster Award, American Society for Bone and Mineral Research, June 1998 
National Research Service Award, NCI Postdoctoral Fellowship, 1997-1999 

 

ADVISORY, EDITORIAL, AND PROFESSIONAL ACTIVITIES 
2009 –   Full Member, Society of Toxicology 
2008 –   DOE Q Clearance   
2009 – 2012  Board of Scientific Counselors, Environmental Protection Agency Subcommittee for 

Computational Toxicology 
2013    Scientific Advisory Panel on Methods for Prioritizing Endocrine Disrupting Chemicals 

using Computational Toxicology Tools, Environmental Protection Agency  
2008 – 2012  Editorial Board:  Toxicology and Applied Pharmacology 
2006 – 2011  Associate Member, Society for Toxicologic Pathology 



 

Journal Reviews: Endocrinology, Journal of Bone and Mineral Research, Toxicological Sciences, 
Environmental Health Perspectives, Journal of Toxicologic Pathology, BMC Systems Biology. 

Grant Reviews:  
Department of Energy: SBIR 2007, BER 2008, SBIR 2008, BER 2012  
NIOSH intramural program 2008  
NIH study section ZRG1 DKUS, Sept 2009 
NSF EPSCOR Program, 2012 
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therapeutic and vaccine targets for pathogenic respiratory viruses. 
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